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Allele Frequency Aggregator (ALFA) 

RefSNPs 531,167,487

• Exist in dbSNP 512,589,631

• Novel 18,577,856

Studies 53

Subjects 142,032

Genotypes 696,289,573,125

Genotypes 
Excluded

791,461,091 
(0.1%)

OutputsInputs
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Coming Soon!!!



Allele Frequency for > 550 Million RS

https://www.ncbi.nlm.nih.gov/snp

680 Million Reference SNP (RS) from 2 billion submissions

Mapped to GRCh37 and GRCh38

Contact us at info@ncbi.nlm.nih.gov



•GRCh37 and GRCh38
•RefSeq mRNA and protein
•Functional consequences
•ClinVar Clinical Significance
•Publication
•Allele Frequency
•and many more…

RefSNP Annotations



dbSNP Aggregate Frequency Data
common and rare variants

Regional Populations and Cohorts

Project
Subjects 

(thousands)

Variants

(millions)

ALSPAC 3.9 46.6

TWINSUK 3.7 46.6

Estonian 2.2 31.7

Vietnamese 0.3 24.8

Northern Sweden 0.3 17.3

Diverse Populations

Project
Subjects 

(thousands)

Variants

(millions)

ALFA 142.0 531.2

gnomAD 141.5 228.7

TOPMED 62.8 549.4

ExAC 60.7 10.1

PAGE 39.4 1.3

GO-ESP 6.5 1.4

1000 Genomes 2.5 84.9

More coming soon!!!



https://www.ncbi.nlm.nih.gov/snp

Search dbSNP



Filter Results



Filter Results



Filter Results



Filter Results



Manage Filters



RefSNP Summary

Full RefSNP Report



RefSNP Report Page



RefSNP Allele Frequency



RefSNP Allele Frequency
Filter Using Search Box



RefSNP Allele Frequency
Sortable Columns



ALFA frequency reported on RefSNP Page
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Save and Download Results



Search and Retrieve Using eUtils
https://github.com/ncbi/dbsnp

https://github.com/ncbi/dbsnp


eUtils Jupyter Notebook



Summary

• dbSNP

• 680 Million Reference SNP (RS) 

• 550 Million RS with frequency aggregated from 
1000Genomes, GnomAD, TopMed, and others

• dbGaP (ALFA) has the largest dataset will be coming 
soon.

• Robust search and retrieval systems (web and API)



Get Announcements, Updates, Releases, and More
Subscribe to dbSNP today!

https://go.usa.gov/xVdJg

Link to the presentation will be available after ASHG

https://www.ncbi.nlm.nih.gov/snp

NCBI at ASHG 2019 booth #214!


